Supplementary Figure S1
Residual plot analysis for the selection of optimal regression model between linear (A, C, E) and polynomial (B, D, F) regression models. Residuals are the difference between the observed and the predicted value of the dependent variable. Residual plots were constructed using the residuals on the vertical axis and the independent variable in the horizontal axis. The rather random scatter of residuals of the polynomial model shows its comparative advantage versus the linear models that show a clear U-shaped scatter. (Table  S1 ) to prepare artificial populations (at least 2 replicates of 100%, 70%, 50%, 20%, 5%, 0%)
STEP 2
Perform NA extraction from samples of previous step and store eluate
STEP 3
Run qPCRs for kdr assays using eluate from Step 2
STEP 4
Plot ∆Ct values vs known allelic frequencies and calculate polynomial logistic regression equation for each assay
STEP 1
Run qPCRs for unknown samples, using the same threshold as the one used to construct regression models 1014F Polynomial Regression
